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SEQUENCE LISTING 

<110> Pays, Etienne 
Vanhamme, Luc 

Paturiaux-Hanocq, Francoi se 
Poel voo rde , Phi 1 i ppe 

<120> APOLIPOPROTEIN L-l AND/OR DERI VAT ED 

POLYPEPTIDE FOR THE TREATMENT OF AND/OR PREVENTION OF 
DISEASES INDUCED BY TRYPANOSOMA 



<130> VANM290.002APC 

<140> US 10/523,466 

<141> 2005-10-13 

<150> PCT/BE2003/00131 

<151> 2003-08-04 

<150> BE 2002/0465 

<151> 2002-08-02 

* <150> BE 2002/0649 

<151> 2002-11-14 

<160> 7 

<170> FastSEQ for windows version 4.0 

<210> 1 

<211> 429 

<212> PRT 

<213> Homo sapiens 

<400> 1 



Met 


Glu 


Gly 


Ala Ala Leu 


Leu 


Arg 


Val Ser 


val 


Leu 


Cys 


He 


Trp 


Met 


1 




5 




10 








15 




Ser 


Ala 


Leu 


Phe Leu Gly 


val 


Gly 


val Arg 


Ala 


Glu 


Glu 


Ala 


Gly Ala 








20 




25 








30 






Arg 


val 


Gin 


Gin Asn val 


Pro 


Ser 


Gly Thr 


Asp 


Thr 


Gly 


Asp 


Pro 


Gin 




35 






40 




45 






Ser 


Lys 


Pro 


Leu Gly Asp 


Trp 


Ala 


Ala Gly 


Thr 


Met 


Asp 


Pro 


Glu 


Ser 




50 




55 






60 








Ser 


lie 


Phe 


lie Glu Asp 


Ala 


lie 


Lys Tyr 


Phe 


Lys 


Glu 


Lys 


val 


Ser 


65 






70 






75 








80 


lie 


Gin 


Asn 


Leu Leu Leu 


Leu 


Leu 


Thr Asp 


Asn 


Glu 


Ala 


Trp 


Asn Gly 








85 






90 








95 




Phe 


val 


Ala 


Ala Ala Glu 


Leu 


Pro 


Arg Asn 


Glu 


Ala 


Asp 


Glu 


Leu 


Arg 








100 






105 






110 




Lys 


Ala 


Leu 


Asp Asn Leu 


Ala 


Arg 


Gin Met 


lie 


Met 


Lys 


ASP 


Lys 


Asn 




115 




120 








125 




Trp 


His 


Asp 


Lys Gly Gin 


Gin 


Tyr 


Arg Asn 


Trp 


Phe 


Leu 


Lys 


Glu 


Phe 


130 


135 


140 










Pro 


Arg 


Leu 


Lys Ser Lys 


Leu 


Glu 


Asp Asn 


lie 


Arg 


Arg 


Leu 


Arg 


Ala 


145 




150 






155 




160 


Leu 


Ala 


Asp 


Gly Val Gin 


Lys 


val 


His Lys 


Gly 


Thr 


Thr 


He 


Ala 


Asn 






165 




170 








175 




val 


Val 


Ser 


Gly Ser Leu 


Ser 


He 


Ser Ser 


Gly 


He 


Leu 


Thr 


Leu 


val 








180 






185 






190 






Gly Met 


Gly 


Leu Ala Pro 


Phe 


Thr 


Glu Gly 


Gly 


Ser 


Leu 


val 


Leu 


Leu 






195 






200 




205 
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Glu 


Pro 


Gly 


Met 


Glu 


1 pii Gl \y Tl p Thr 
lcu vj i y i i c ill! 


Ala 
M 1 d 


Al a 

M 1 d 


i pii 

L.C U 


Thr 


Gly 


He 


Thr 




210 

C -L vy 






215 






220 








Cpr 


^p r 


Thr 
1 1 1 1 


Tie 

-L 1 C 


Acn 


T\/ r n T \/ 1 \/ C 1 V/ C 

lyi vj i y i~y^ Ly j 


Trn 

i rp 


Trn 

i rp 


Th r 
i in 


Gl n 

VJ 1 1 1 


Ala 


Gin 


Ala 


225 

c. c. J 








L JV 


235 

L. J J 










240 


Hi s 


Acn 


1— vZ LJ 


val 

v a i 


lie 


1 V C Qpr 1 aii Acn 
L)r J jCI LCU Mj|J 


1 vc 


1 pi i 




Gl u 


val 


LVS 
L.y o 


Gl u 








245 


250 








255 




Php 

rue 


1 pij 

l_ c u 


Gl v 
vj i y 


Gl u 


A^n 

nj 1 1 


tIp Qor Acn Dho 
± 1 C Del Moll rllC 


1 PII 
LcU 


Cpr 


1 PM 
LCU 


Ala 


Gly 


Asn 


Thr 






260 

L. \j\J 




2fi5 










270 

Cm 1 \J 






Tyr 


Gl n 

VJ] III 


1 pi i 
275 


Th r 


A rn 
mi y 


vj i y i i c vjiy Lyj 
280 


Mj \J 


Tl P 
J. I c 


A rn 
mi y 


Ala 

285 

C \J J 


1 PIJ 


Arg 


Arg 


Al a 

1 CI 


Arg 


Al a 

r\ 1 CI 


Acn 


Leu 


rl n Cor Val Prn 
Vj 111 JCI Vdl r 1 U 


n i j 


Ala 
M l d 


Cpr 

jC 1 


Al a 


Se r 


Arg 


Pro 




?Q0 








2Q5 
l jj 






300 








i y 


Val 

V CI 1 


Thr 


Glu 


Pro 


Tip spr Ala Glu 
1 1 C JCI Mid vj i u 


c.p r 


Gl M 

vj i y 


Gl u 

VJ 1 LI 


Gin 


val 


Gl u 


Arg 


305 










310 




31 5 










320 


val 

v d i 


Acn 


Gl 1 j 

VJ 1 u 


P rn 


Ser 


tIp l pii Gin Mp1- 

1 1 C LcU Vj 1 U l v lc L 


c.p r 


A rn 
m i y 


Gl v 

vj i y 


Val 

V CI 1 


1 VC 

y 


i pu 


Thr 










325 




330 




335 




Asp 


val 


Ala 


Pm 
• i \j 


val 

V CI 1 


Cpr Php Php 1 PM 
DCl rilC rllC LCU 


val 

vd I 


1 pi j 


Acn 


Val 


val 


Tvr 

i y i 


Leu 






340 
j ^ \j 




345 








350 




val 


Tyr 


Gl u 

VJ 1 u 


^p r 


Lys 


u-jc 1 pii H~i c Gl ii 
n i j i_cu n i o vj i u 


Gl v 
vj i y 


Ala 

m i a 


1 vc 
i_y j 


Qpr 


Gl u 


Thr 


Ala 




355 
j j j 




360 




365 








Glu 


Glu 


Leu 


Lys 


Lys 


Val Ala Gin Glu 


Leu 


Glu 


Glu 


Lys 


Leu 


Asn 


He 




370 




375 






380 








Leu 


Asn 


Asn 


Asn 


Tyr 


Lys lie Leu Gin 


Ala 


Asp 


Gin 


Glu 


Leu 


Leu 


Glu 


385 








390 




395 










400 


Ser Arg 


Gly 


Pro 


Phe 


Glu Gly Lys Pro 


lie 


Pro 


Asn 


Pro 


Leu 


Leu 


Gly 








405 


410 










415 


Leu Asp 


Ser 


Thr 


Arg 


Thr Gly His His 


His 


His 


His 


His 














420 


425 

















<210> 2 
<211> 1322 
<212> DNA 

<213> Homo sapiens 
<400> 2 

aagcttggta ccatggaggg agetgetttg 
agtgcacttt tccttggtgt gggagtgagg 
aacgttccaa gtgggacaga tactggagat 
gctggcacca tggacccaga gagcagtatc 
gaaaaagtga gcatacagaa tctgctactc 
ttcgtggctg ctgetgaact geccaggaat 
aaccttgeaa gacaaatgat catgaaagac 
agaaactggt ttctgaaaga gtttcctegg 
aggctcegtg cccttgcaga tggggttcag 
gtggtgtctg gctctctcag catttcctct 
gcacccttca cagagggagg cagccttgta 
acagcagctt tgacegggat taccagcagt 
caagcccaag cccacgacct ggtcatcaaa 
tttttgggtg agaacatatc caactttctt 
cgaggcattg ggaaggacat ccgtgccctc 
ccgcatgcct cagcctcacg cccccgggtc 
caggtggaga gagttaatga acccagcatc 
gatgtggccc ctgtaagctt ctttcttgtg 
aagcacttac atgagggggc aaagtcagag 
gagctggagg agaagctaaa cattctcaac 
gaactgeteg agtctagagg gcccttcgaa 
ctcgattcta cgcgtaccgg tcatcatcac 

gc 

<210> 3 
<211> 44 
<212> DNA 



ctgagagtct ctgtcctctg catctggatg 60 
gcagaggaag ctggagcgag ggtgcaacaa 120 
cctcaaagta agcccctcgg tgactgggct 180 
tttattgagg atgccattaa gtatttcaag 240 
ctgctgactg ataatgaggc ctggaacgga 300 
gaggcagatg agetcegtaa agctctggac 360 
aaaaactggc acgataaagg ccagcagtac 420 
ttgaaaagta agcttgagga taacataaga 480 
aaggtccaca aaggcaccac catcgccaat 540 
ggcatcctga ccctcgtcgg catgggtctg 600 
ctcttggaac ctgggatgga gttgggaatc 660 
accatagact aeggaaagaa gtggtggaca 720 
agecttgaca aattgaagga ggtgaaggag 780 
tccttagctg gcaatactta ccaactcaca 840 
agacgageca gagecaatet tcagtcagta 900 
actgagecaa tctcagctga aagcggtgaa 960 
ctggaaatga gcagaggagt caagctcacg 1020 
ctggatgtag tctacctcgt gtacgaatca 1080 
acagctgagg agctgaagaa ggtggctcag 1140 
aataattata agattctgea ggcggaccaa 1200 
ggtaagecta tccctaaccc tctcctcggt 1260 
catcaccatt gagtttaaac ccgctgatca 1320 

1322 
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<213> Artificial Sequence 
<220> 

<223> synthetic oligonucleotide 
<400> 3 

tgtcctctgc ggtaccatga gtgcactttt ccttggtgtg agag 44 

<210> 4 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic oligonucleotide 
<400> 4 

ccctgccctg ctcgagcagt tcttggtccg cctgcagaat c 41 

<210> 5 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic peptide 
<400> 5 

Leu Ala Leu Asp Val val Tyr Leu Val Tyr Glu Ser 
1 5 10 



<210> 6 
<211> 23 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic peptide 
<400> 6 

pro val ser Phe Phe Leu Ala Leu Asp val val Tyr Leu val Tyr Glu 

15 10 15 

Ser Lys His Leu His Glu Gly 
20 



<210> 7 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic peptide 
<400> 7 

Ala Leu Ala Lys lie Asn Asn Leu lie Lys Gin 
15 10 
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